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(57) Abstract : 

The present invention relates to a method and system for high-dimensional time to event data analysis, addressing the challenges 

associated with intricate gene expressions in biological research. Machine learning techniques have become pivotal tools for 

dimensionality reduction and pattern recognition in data mining. In the realm of survival analysis, where the temporal aspect of events 

is fundamental, the identification of pertinent features is crucial for building accurate prediction models. However, the utilization of 

machine learning in high-dimensional survival data has been hampered by the lack of specialized programming functions and 

packages. This invention introduces a pioneering solution – the highMLR system. highMLR is a comprehensive and efficient machine 

learning procedure meticulously designed for the analysis of high-dimensional survival data linked with gene expressions. Unlike 

existing solutions, highMLR not only bridges the gap in handling high-dimensional data but also integrates a logarithmic loss function 

for advanced feature selection. Additionally, it incorporates a diverse array of statistical methods tailored specifically for survival 

analysis, providing unparalleled accuracy in predictions.  
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